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Summary and Research Interests
Award-winning researcher in Bioinformatics, Artificial Intelligence, and Machine Learning with strong analytical
skills and expertise in algorithm development and software prototyping. Extensive experience in NGS data analysis,
genome assembly/annotation, computational biology, AI/ML applications and Linux/HPC systems. Proficient in
C++, Java, R, Python, Android development, expert in AI frameworks like TensorFlow and PyTorch, and modern
pipeline and deployment tools like Nextflow, Docker, and Singularity. Energetic, adaptable, and skilled at tackling
complex challenges with a ”can-do” and results-driven approach.

Professional Experience
December 2022 - present Bioinformatics Scientist, ICBA, Dubai, United Arab Emirates

– Lead a small team on bioinformatics tasks.

– Assembled and annotated the genome of Citrullus colocynthis and Salicornia bigelovii from PacBio
HiFi, Hi-C and IsoSeq data.

– Determinted the genetic diversity of a UAE collected Ghaf tree population.
– Developed AI tool for plant disease detection with TensorFlow Lite, PyTorch and YOLO.
– Managed the HPC infrastructure.

– Acquired experience in NGS analysis, Genome assembly / annotation, Population Genomics, Machine
Learning, AI, Nextflow pipelines and Docker containers.

April 2022 -November 2022 Bioinformatician, CRG, Barcelona, Spain
– Analyzed and visualized RNA-Seq, ATAC-Seq, Nanopore, WGS, CRISPR gene screening and SLAM-Seq

data for cancer metabolism projects.
– Developed Nextflow pipelines and Bioconductor R packages.

– Acquired experience in Cancer metabolism, Computational Biology, NGS analysis, Nextflow,
Bioconductor R

April 2021 - March 2022 Career break, Personal wellbeing, Evia, Greece

January 2017 - March 2021 Head Bioinformatics Scientist, CIAT-CGIAR, Cali, Colombia
– Lead a small team on data analysis for Cassava, Rice, Bean and Forajes breeding programs.

– Determinted the domestication origin of Cassava, through genetic diversity analysis of population of
cultivated and wild samples.

– Developed genetic map for white fly resistance in Cassava.

– Developed computer vision (CV) artificial intelligence (AI) model that won Zindi’s 2020 Wheat growth
stage Challenge.

– Developed machine learning (ML) model than won Syngenta’s 2018 Crop Challenge on predicting corn
hybrids performance, by using genotypic, phenotypic and climate data.

– Managed the HPC infrastructure.

– Acquired experience in Plant Genomics / Genetics / Bioinformatics, NGS analysis, Computational
Biology, Population Genomics, GWAS, Genomic Selection, Machine Learning, Artificial Intelligence,
Big Data

June 2015 - December 2016 Post-Doctorate Researcher, CIRAD, Montpellier, France
– Developed web portal and tools for the analysis and visualization of Cassava NGS data.

– Acquired experience in Genomics, Bioinformatics, NGS Analysis, Computational Biology, Software and
Web App Development

June 2013 - May 2015 Post-Doctorate Researcher, Genoscope-CEA, Paris, France
– Developed and implemented algorithm for binning of metagenome sequences.
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– Acquired experience in Bioinformatics, NGS Analysis, Computational Biology, Machine Learning,
Clustering, Classification, Big Data Mining, Text Mining, Software Analysis and Development

October 2011 - March 2013 Post-Doctorate Researcher, University of New Brunswick, Fredericton, Canada
– Managed a team on the ”I-AID: Intelligent Analysis of Information and Dissemination” project.
– Developed ML software for training NLP models.

– Acquired experience in Machine Learning, Artificial Intelligence, Big Data Mining, Information Retrieval,
Text Classification, Project Management, Software Analysis and Development

Education
December 2005 - May 2011 Ph.D., Computer Science, AUEB, Athens, Greece

Thesis Information Retrieval and Text Classification. Linear Classifiers and Modified Perceptron.
Research Machine Learning, Artificial Intelligence, Information Retrieval, Text Classification

October 2003 - June 2005 M.Sc., Computer Science, AUEB, Athens, Greece
Thesis Text Classification with k-NN.

Research Machine Learning, Artificial Intelligence, Information Retrieval, Text Classification

October 1998 - June 2003 B.Sc., Physics, University of Crete, Heraklion, Greece
Research Lasers specialization (emphasis on laser-superconductor interaction)

Extra Computer programming and algorithms

Skills
Legend basic knowledge extensive project experience

intermediate knowledge with some project

experience

deepened expert knowledge

expert / specialist

Level Skill Since Comment
Sciences Bioinformatics 2013 Computational Biology, NGS data processing (management,

analysis, interpretation, visualization), Genome Assembly /
Annotation, CRISPR gene screening, Population Genomics,
Developing genomics workflows (Nextflow, WDL), Metagenomics,
Plant Genomics

Computer
Science

1998 Artificial Intelligence, Machine Learning, Deep Learning, Big Data
Mining, Algorithms and Data Structures, NLP, Classification,
Clustering, Text Processing

Physics 1998 Quantum Mechanics, Electrodynamics, Thermodynamics,
Classical Mechanics, Electromagnetism, Optoelectronics, Lasers,
Superconductivity

Mathematics 1998 Applied Mathematics, Real and Complex Analysis, Linear Algebra,
Differential Geometry, Graph Theory

Computer Java 1998 Experience with Enterprise and Micro Editions, Java SE
8,11,17, JNI, RMI, JSP, Servlets, JSF. Experience with Android
Development.

C / C++ 1998 Developing highly efficient tools.
UNIX shell 1998 Bash scripting.
R / Rstudio 2010 Bioinformatics and Data Science applications. Bioconductor

packages.
Python 2019 For developing AI models, shell scripting and programming

Arduino/Raspberry pi prototypes.

Operating
Systems

Linux /
UNIX

1996 Ubuntu, Debian, RedHat, CentOS, FreeBSD, MacOS, root level.

Windows® 1996 Windows 95 up to 11, Administrator level.



Hardware Systems Computing
systems, HPC

1998 Setting up, managing and troubleshooting systems. Utilizing HPC
clusters with Slurm, SGE, etc.

Digital Electronics Arduino and
Raspberry pi

2000 Sensors and IoT implementations for Smart Agriculture, MQTT
for IoT messaging.

Workshops
30 Oct 2023 - 3 Nov 2023 Genome annotation and other post-assembly workflows for the tree of life

Biohackathon Europe, Elixir, Barcelona, Spain

22 Jul 2019 - 26 Jul 2019 Artificial Intelligence and Machine Learning Workshop with Genomic Selection
Excellence in Breeding (EiB), Montpellier, France

8 Oct 2018 - 12 OcT 2018 Transforming Breeding Through Integrated Data Management and Analysis
The Boyce Thompson Institute (BTI), Cornell University, Ithaca, NY, USA

4 Jun 2018 - 8 Jun 2018 Practical Haplotype Graph (PHG)
Buckler Lab, Cornell University, Ithaca, NY, USA

5 Feb 2018 - 8 FeB 2018 Bioinformatics Hackathon, Excellence in Breeding (EiB)
International Rice Research Institute (IRRI), Los Banos, Philippines

6 Mar 2017 - 17 Mar 2017 Quantitative Methods In Plant Breeding
The National Institute of Agricultural Botany (NIAB), Cambridge, UK

Awards
2020 Zindi/CGIAR Wheat Growth Stage Challenge

First Place Winner (as CGIAR participant)

– Developed computer vision artificial intelligence model to automate wheat growth stage estimation
from farmer-submitted images.

2018 Syngenta Crop Challenge in Analytics
First Place Winner

– Participated in developing machine learning models to predict how corn hybrids will perform in untested
locations, in an effort to help plant breeders improve hybrid performance predictions.

2008 Discovery Challenge, European Conference on Machine Learning (ECML)
First prize, Spam Detection Task

2005 - 2008 Greek General Secreteriat for Research and Technology
PENED Scholarship

1995 Greek Mathematic Society
Regional Award

Teaching Experience
Sep 2005 - Jul 2010 Teaching Assistant, AUEB, Athens, Greece

– Lab Instructor for Information Retrieval Systems, Spring 2008, Spring 2009, Spring 2010. Responsible
for preparation and supervision of 3 hour weekly laboratory where graduate students practise on
information retrieval projects.

– Lab Instructor for Information Retrieval Systems, Spring 2007, Spring 2008, Spring 2009. Responsible
for preparation and supervision of 3 hour weekly laboratory where senior undergraduate students
practise on information retrieval projects.

– Lab Instructor for Computer Programming with Java, Winter 2005, Spring 2007, Spring 2008.
Responsible for preparation and supervision of 3 hour weekly laboratory where undergraduate students
practise on Java excercises.

– Lab Instructor for Applied Statistics, Spring 2006. Responsible for preparation and supervision of
3 hour weekly laboratory for undergraduate students.
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Languages
English Professional level. Working experience since 2011
French Intermediate level. Working experience since 2013

Spanish Intermediate level. Working experience since 2016
Greek Mother tongue

Interests
Electronics,
Technology

Building IoT/ML/AI prototypes with RPi/Arduino.

Movies Mystery or thriller.
Travelling Organizing and setting up road and scuba diving trips.

References
Dr. Luis Augusto Becerra Lopez-Lavalle (e-mail: a.becerra@cgiar.org)
• Chief Scientist, International Center for Biosaline Agriculture (ICBA)
? Dr. Becerra is my current position’s manager (2022 - present) and was my previous position’s manager (2017 -

2021).

Dr. Sara Sdelci (e-mail: sara.sdelci@crg.eu)
• Group Leader, Sdelci Lab, Centre for Genomic Regulation (CRG)
? Dr. Sdelci was my previous position’s manager (2022 - 2022).

Dr. Manuel Ruiz (e-mail: manuel.ruiz@cirad.fr; phone: +33 4 67 61 65 29)
• Chercheur CIRAD/CIAT, CIRAD
? Dr. Ruiz was my previous PostDoc supervisor (2015 - 2017).

Dr. Theodore Z. Kalamboukis (e-mail: tzk@aueb.gr; phone: +30-21-0820-3575)
• Professor, Département d’Informatique, Athens University of Economics and Business
? Dr. Kalamboukis was my PhD Thesis supervisor (2005 - 2011).
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